Describimos una nueva especie de Myotis (Vespertilionidae, Myotinae) de la República de Trinidad y Tobago, isla de Tobago. La nueva especie (Myotis attenboroughi sp. nov.) se distingue de otros congéneres Neotropicales en sus rasgos craneanos y secuencias del gen citocromo b. Myotis attenboroughi sp. nov. es morfológicamente similar a especies del grupo albescens (tal como M. nigricans) y es hermana de un clado que incluye a M. cf. handleyi, M. nesopolus, y tres especies, posiblemente no descritas, de Centro y Sud América. Una revisión de las series de Myotis del Caribe confirma a M. nyctor para Barbados y Granada; M. dominicensis para Dominica y Guadalupe; M. martiniquensis para Martinica; M. pilosatibialis y M. riparius para Trinidad; y M. attenboroughi para Tobago. La presencia de M. attenboroughi en Trinidad sigue siendo hoy un enigma.
In their assessments of the evolutionary history of Caribbean Myotis (Larsen et al. 2012a ) and the genetic diversity of New World species of that genus (Larsen et al. 2012b) , cytochromeb (CYTb) gene sequences from specimens previously assigned to M. nigricans, from Tobago, were recovered in a well-supported haplogroup sister to other such haplogroup containing sequences from specimens from northern South America and the Caribbean. However, sequences of specimens whose geographic provenances are closer (Bolivia and Paraguay) to the type locality of M. nigricans (southeastern Brazil) were retrieved in another well-supported haplogroup, confirming that M. nigricans, as currently understood, is polyphyletic (Larsen et al. 2012b; Moratelli et al. 2016) . In parallel, morphological analyses revealed that material from Tobago previously assigned to M. nigricans has a peculiar cranial morphology that distinguishes it from representatives of all other Neotropical species in the genus, including the M. nigricans complex.
The taxonomic status of M. nigricans from Tobago is the primary focus of this research. We conducted molecular, morphological, and morphometric analyses comparing Myotis "nigricans" from Tobago with samples that morphologically match M. nigricans (sensu Moratelli et al. , 2013 , and representatives of all other Neotropical species of Myotis, with special attention to those from northern South America. Our findings support the hypothesis that black Myotis from Tobago, previously assigned to M. nigricans (see Wilson 2008) , represents an unknown species that we name and describe herein. The occurrence of the new species on Trinidad is still an open question. Additionally, based on critical and extensive review of specimens in collections, we comment on the distribution of other Caribbean Myotis.
Materials and Methods
Specimens examined.-Specimens directly examined (n = 377) for this research include representatives of all Caribbean species of Myotis and their primary types, as well as representatives of species from northern South America in the albescens group (Appendix I). They comprise fluidpreserved specimens, stuffed skins, and skulls deposited in the American Museum of Natural History (AMNH, New York, New York); Carnegie Museum of Natural History (CM, Pittsburgh, Pennsylvania); Louisiana State University, Museum of Zoology (LSUMZ, Baton Rouge, Louisiana); Museu de Zoologia da Universidade de São Paulo (MZUSP, São Paulo, Brazil); Museum of Texas Tech University (TTU, Lubbock, Texas); Museum of Vertebrate Zoology, University of California (MVZ, Berkeley, California); National Museum of Natural History, Smithsonian Institution (USNM, Washington, D.C.); Natural History Museum of Los Angeles County (LACM, Los Angeles, California); Natural History Museum, University of Kansas (KU, Lawrence, Kansas); Royal Ontario Museum (ROM, Toronto, Canada); and Universidade Federal Rural do Rio de Janeiro (ALP, Seropédica, Brazil). These specimens were identified according to Wilson (2008) and Moratelli et al. (2013) , and their examination is part of a broader, critical review of collections of Neotropical Myotis. In this review, representatives of all Neotropical species have been examined (> 3,800 vouchers), including primary types and geographic samples covering the entire distribution of many species.
Phylogenetic analyses.-Phylogenetic analyses of cytochrome-b gene (CYTb) sequences retrieved from GenBank were conducted for Neotropical species of Myotis, previously found to form a monophyletic group (Ruedi et al. 2013) . These analyses included 116 CYTb sequences for species in this clade, and 4 and 7 sequences for Myotis brandtii and M. gracilis, respectively (Appendix II). These latter 2 species were designated as outgroups as a previous study found them to form a monophyletic group sister to the Neotropical clade (Ruedi et al. 2013 ). Sequences were aligned using default options of MAFFT v.7.017 (Katoh and Standley 2013) as implemented in Geneious v.7.1.5 (Kearse et al. 2012 ). Subsequently, the Bayesian Information Criterion (BIC), as implemented in PartitionFinder ver. 1.0.1 (Lanfear et al. 2012) , was used to determine both the most suitable partition scheme and the bestfit models of nucleotide substitution. This analysis only considered models that can be applied in MrBayes.
Maximum likelihood (ML) and Bayesian inference (BI) were used as optimality criteria. The ML analysis consisted of 20 independent searches in the Genetic Algorithm for Rapid Likelihood Inference (GARLI 2.0-Zwickl 2006) applying the best-fit model and the best partitioning scheme (see "Results") and default settings. The Bayesian analysis was conducted in MrBayes v. 3.2 (Ronquist et al. 2012) . The search started with a random tree. The Markov chains were run for 100 million generations, and trees were sampled every 1,000 generations. Default values were kept for the "relburnin" and "burninfrac" options in MrBayes; therefore, the 1st 25,000,000 generations (25,000 trees) were discarded as burn-in, and posterior probability estimates of all model parameters were based on the remaining (75,000) trees. Convergence and stationarity were assessed in the Bayesian analyses by plotting likelihood values in Tracer 1.5 (Rambaut and Drummond 2007) .
Nonparametric bootstrapping (Felsenstein 1985) for the ML analysis and posterior probabilities for the BI analysis (Ronquist et al. 2012 ) were used to assess nodal support. ML bootstrap analysis was performed in GARLI 2.0 using 100 pseudoreplicated data matrices, with 10 searches performed on each. Bayesian posterior probabilities were calculated simultaneously with the search for the best Bayesian topology conducted as described earlier. We refer to different degrees of nodal support for the ML bootstrap analysis using the following categories: strong support, for bootstrap values ≥ 75%; moderate support, for bootstrap values > 50% and < 75%; negligible support for values ≤ 50%. For the BI analysis, we refer to degrees of nodal support with 2 categories, significant or strong in cases in which a node's posterior probability was ≥ 0.95, and insignificant or negligible for posterior probability values < 0.95.
Morphology and morphometrics.-Measurements were recorded from adults only, and are reported in millimeters (mm), and body mass in grams (g). The head and body (HB) length (HB), tail length, hind foot length, ear length, and body mass were recorded from museum skin labels, and are reported to the nearest millimeter and to the nearest gram. Fourteen cranial, 2 mandibular, and 4 external dimensions (Table 1) were determined under binocular microscopes with low magnification (usually 6×), and recorded and analyzed to the nearest 0.01 mm, but values were rounded to 0.1 mm throughout the text. Descriptive statistics (mean, range, and sample size) were calculated for all dimensions. The cranial index (CRI = (((IOB + BCB) × GLS)/2)) and the maxillary index (MXI = (((BAC + BAM) × MTL)/2)), as used by Wilson (2011, 2015) , were used herein to summarize the shape of the skull (i.e., to compare broad differences in skull proportions).
A discriminant function analysis (DFA), with a priori identified samples, was used to compare skull shape between species groups and to assess craniometric characters that best discriminate among samples (Neff and Marcus 1980; Manly 1994; Strauss 2010) . The DFA was run in R software (R Development Core Team 2012), using the MASS and Lattice packages. We selected a subset of the cranial dimensions (GLS, CIL, MAB, BCB, IOB, POB, BAC, BAM, MTL, M1-3, MAL, MAN) representing different axes of length and width of skull, rostrum, and mandible. As multivariate procedures require complete data sets, missing values (5% of total data set) were estimated from the existing raw data using the Amelia II package (Honaker et al. 2011) implemented in R software. Measurements were transformed to natural logs and covariance matrices were computed considering all variables. We contrasted the skull size and shape of Myotis sp. from Tobago (n = 10) with specimens from Trinidad that externally match M. nigricans (referred as M. cf. nigricans from Trinidad; n = 4); topotypes of M. nigricans from southeastern Brazil (n = 10); material that morphologically matches M. nigricans from Carabobo, Venezuela (referred as M. cf. nigricans from Venezuela; n = 10); M. handleyi Moratelli et al., 2013 from Monagas, Venezuela (n = 10); and M. diminutus Moratelli and Wilson, 2011 from Ecuador and Colombia (n = 2). We included M. diminutus (the smallest Neotropical species of Myotis in skull measurements) due to its similar external size to specimens of Myotis sp. from Tobago. Similarly, we included M. cf. nigricans and M. handleyi, both from Venezuela, due to their resemblance in fur color or skull shape with the Tobagonian samples, and their geographic closeness and phylogenetic proximity recovered in our analyses. Due to their geographic proximity, we included our few specimens from Trinidad to test their morphometric relationship with Myotis sp. from Tobago. However, we examined these specimens before finding evidence that black Myotis from Tobago represent a new species, which prevents any taxonomic assignment for these specimens.
Qualitative traits employed here to characterize and distinguish species follow Moratelli et al. (2013) . Capitalized color nomenclature follows Ridgway (1912) .
Identifications.-Identifications of terminals in the gene tree are based on morphological comparisons. Most vouchers that were sources for CYTb sequences retrieved from GenBank were identified based on comparisons with type series, mostly primary types, as well as original species descriptions or descriptions provided by LaVal (1973), Wilson (2008) , and Moratelli et al. ( , 2013 . Specimens that we were unable to confidently identify and those retrieved as polyphyletic (probably representing undescribed species) have a "cf." (Latin, confer) preceding the specific epithet. Terminals whose vouchers we did not examine or we were not able to identify at all are reported as "sp."
results
Phylogenetic analyses.-The CYTb alignment contained ca. 8% of missing data (character states coded as unknown Table 1 .-Description of cranial, mandibular, and external dimensions (and their abbreviations) used in this study. Lengths were measured from the anteriormost point or surface of the 1st structure to the posteriormost point or surface of the 2nd structure, except as specified.
Measurements
Acronyms Descriptions [?]). PartitionFinder found that the most suitable partitioning scheme was not to use subsets, and that the best-fit model of nucleotide substitution was the Hasegawa, Kishino, and Yano model, with gamma-distributed rate heterogeneity and a proportion of invariant sites (HKY + Γ + I).
In the phylogenetic analyses, sequences from specimens that morphologically match M. nigricans, as currently recognized (sensu Moratelli et al. , 2013 , were recovered in 5 distinct, strongly supported haplogroups (Fig. 1) . Among them, a haplogroup containing samples from Bolivia and Paraguay is geographically closer than the remaining haplogroups to the type locality of M. nigricans (Rio de Janeiro, eastern Brazil; see ), so we follow Moratelli et al. (2016) in referring to this clade as M. nigricans. This haplogroup was recovered as sister to M. clydejonesi Moratelli et al., 2016 . Hereafter, other haplogroups comprising material morphologically similar to M. nigricans are referred to as M. cf. nigricans, except for the haplogroup formed by samples from Tobago, to which we refer to as "Myotis sp. n. from Tobago." This haplogroup was recovered sister, with strong support, to a clade that included 3 haplogroups within it: 1 comprised by M. cf. handleyi and Myotis sp. from Honduras; 1 of M. cf. nigricans from western Ecuador; and 1 comprised by M. cf. nigricans from eastern Peru and M. nesopolus. The relationships among these 3 haplogroups were not resolved (Fig. 1) .
Morphological and morphometric analyses.-Myotis sp. n. from Tobago differs from all South American and Caribbean congeners except M. oxyotus (Peters, 1866) by its steeply sloping frontals (Fig. 2) . Myotis sp. n. from Tobago differs from M. oxyotus by its much smaller skull and external measurements (sp. n. from Tobago: GLS 12.5-13.1, FA 31.4-33.3; oxyotus: GLS 14.2-14.7, FA 34.0-37.7 [in mm]).
Apart from the steeply sloping frontals, Myotis sp. n. from Tobago morphologically closely resembles M. diminutus, M. nigricans (sensu latto; including samples from Trinidad and Venezuela), and M. handleyi in pelage texture and color, general size, or skull morphology, or a combination of these aspects. Due to this similarity, we compared their cranial shape in a DFA.
In the DFA (Fig. 3) , the 1st 2 discriminant functions (DF1, DF2) represent 47.9% and 35.7% of the skull variation, respectively. Along these axes, Myotis sp. n. from Tobago is fully distinct from all analyzed species, except Myotis cf. nigricans from Trinidad. Measurements associated with the skull length (GLS, CIL, MAL) and width (IOB) were the best to discriminate samples ( Fig. 3 ; Table 2 ). Considering skull axes represented by the set of measurements used in the discriminant analysis, these results reveal that Myotis sp. n. from Tobago and M. cf. nigricans from Trinidad have similar skull morphologies, which are distinct from the ones from mainland samples of M. nigricans (sensu latto [including M. cf. nigricans from Venezuela and M. nigricans from the type locality]) and other similar species from northern South America.
Considering the linear measurements (Table 3) , Myotis sp. n. from Tobago is similar in external size to M. diminutus. Comparing ranges of variation reported for external and cranial measurements of Myotis sp. n. from Tobago with those from the 2 known specimens of M. diminutus (USNM 528569, LACM 18761), Myotis sp. n. from Tobago is larger in all variables except for forearm length (FA) and postorbital breadth (POB; Table 3 ). The cranial and maxillary indices are useful to distinguish these 2 species (Table 3) . Compared with M. cf. nigricans from Venezuela, Myotis sp. n. from Tobago is significantly smaller in 11 of 23 skull measurements ( Fig. 2; Table 3 ). Compared with M. cf. nigricans from Trinidad, Myotis sp. n. from Tobago is significantly smaller in 2 of 15 skull measurements (MAB, MAL; Table 3 ). Based on results of the uni-and multivariate analyses, population samples of the black Myotis from Trinidad and Tobago seem to represent the same species. However, USNM 347150 from Trinidad-the only specimen we critically compared with Myotis sp. n. from Tobago-does not have the steeply sloping frontals, which is a trait we have identified as diagnostic for the new species. Because we are not able to confidently identify these specimens from Trinidad based uniquely on morphology, we postpone any decision on the taxonomic status of this population until we can critically compare specimens from Trinidad with those from Tobago.
The molecular, morphological, and morphometric evidence presented strongly support our hypothesis that specimens previously assigned to M. nigricans from Tobago represent an undescribed species that we name here as: Paratypes.-All from Tobago (n = 9), collected in Hillsborough Reservoir (USNM 538064, 538065, (538067) (538068) (538069) 540619, 540694, 540695) , and Charlottesville Village (USNM 540692). External and cranial measurements of the type series are in Table 4 .
Other specimens.-Skulls of 3 other specimens from Tobago (USNM 538066, 540620, 540621) were not examined. They possibly represent M. attenboroughi, but we opted to not include them in the type series. combination of a small skull (GLS 12.5-13.1 mm) and frontals steeply sloping.
Description and comparisons.-Myotis attenboroughi is among the smallest South American and Caribbean species in the genus (FA 31.4-33.3 mm, body mass 3.9-4.5 g; other measurements in Tables 3 and 4) , with medium-sized ears (12-16 mm) and relatively medium, silky fur (LDH 6-8 mm, LVH 5-6 mm). The ventral pelage is strongly bicolored, with black bases (ca. 2/3 of the hair length) and Light-Buff tips (1/3). Bases and tips of the dorsal fur contrast weakly, with black bases (ca. 2/3 of the hair length) and Mummy-Brown tips (1/3). Membranes are Mummy-Brown. The plagiopatagium is attached to the foot at the level of the toes by a broad band of membrane (see López-González et al. 2001:141, figure 1a) . The dorsal surfaces of elbow and tibia are naked or nearly naked. The uropatagium lacks the fringe of hairs along the trailing edge. Like most Myotis, its dental formula is 2/3, 1/1, 3/3, 3/3 = 38. The skull is small in length and width (GLS 12.5-13.1 mm, BCB 5.9-6.2 mm). The 2nd upper premolar (P3) is aligned in the toothrow, being smaller than P2 and P4 and visible in labial view. The sagittal crest is generally absent, but present and low in USNM 540619. Lambdoidal crests are generally present and low, but absent in USNM 538065. Parietals are slightly inclined. The occipital region is rounded, projecting behind the posterior surfaces of occipital condyles. Table 3 .-Selected measurements (mm) and body mass (g) of Myotis sp. n. from Tobago and other morphologically closer species-M. cf. nigricans from Trinidad, M. cf. nigricans from Venezuela, M. oxyotus, and M. diminutus-in external (size or pelage color) or cranial features. One-way ANOVA (F values [*P ≤ 0.05, **P ≤ 0.01, ***P ≤ 0.001]) was used to compare external and cranial measurements of M. sp. n. from Tobago with Myotis cf. nigricans from Venezuela (F a ), and with M. cf. nigricans from Trinidad (F b ). Descriptive statistics include the mean, range (in parentheses), and sample size (n). External measurements, except forearm length and 3rd metacarpal length, are rounded to the nearest 1 mm; other measurements are rounded to the nearest 0.1 mm. See Table 1 19.83*** 0.12 CCL 11.5 (11.1-11.7), 10 11.6 (11.2-12.0), 4 11.7 (11.5-11.9), 15 12.8 (12.6-13.0), 6 10.6, 11.0 14.82* 3.84 CBL 12.1 (11.8-12.4), 10 12.1 (11.8-12.5), 4 12.4 (12.1-12.6), 15 13.4 (13.1-13.7), 6 11.2, 11.5 17.24*** 1.86 CIL 12.3 (12.0-12.6), 10 12.3 (12.0-12.7), 4 12.5 (12.3-12.8), 15 13.7 (13.4-13.9), 6 11.4, -15.72*** 2.56 BAL 11.0 (10.8-11.4), 10 11.1 (10.5-11.4), 4 11.2 (11.0-11.4), 15 12.1 (11.9-12.3), 6 10.2, -7.75* 1.90 ZB 7.9 (7.8-8.1), 6 8.2 (7.9-8.4), 2 7.9 (7.6-8.1), 8 9.0 (9.0-9.1), 4 -, -0.48 MAB 6.5 (6.4-6.7), 10 6.8 (6.5-7.2), 4 6.7 (6.6-7.1), 14 7.2 (6.8-7.5), 6 6.0, 6.5 3.15 7.56* BCB 6.0 (5.9-6.2), 10 6.1 (6.0-6.2), 4 6.2 (6.0-6.5), 15 6.7 (6.5-7.0), 6 5.7, 6.0 7.39* 2.68 IOB 4.2 (4.1-4.3), 10 4.2 (4.0-4.4), 4 4.4 (4.2-4.6), 15 4.8 (4.7-4.9), 6 3.9, 4.1 6.44* 0.16 POB 3.3 (3.2-3.3), 10 3.3 (3.2-3.5), 4 3.3 (3.1-3.5), 15 3.6 (3.4-3.8), 6 3.2, 3.3 0.35 1.03 BAC 3.3 (3.2-3.3), 10 3.3 (3.1-3.6), 4 3.3 (3.2-3.4), 13 3.7 (3.6-3.9), 2.8 (2.8-2.8), 10 2.8 (2.6-3.0), 4 2.7 (2.7-2.8), 15 3.1 (3.0-3.1), 6 2.6, 2.7 10.32** 0.12 MAL 9.2 (8.9-9.5), 10 9.5 (9.3-9.9), 3 9.3 (9.0-9.5), 12 10.4 (10. Natural history.-According to labels of museum specimens, in April 1981, 2 females, 1 pregnant (USNM 540695) and 1 lactating (USNM 540694), were collected with "mist net on top of dam." Two males (USNM 540692, 540693) were caught in a mist net over a small stream, near the ocean (1 km N of Pirate's bay), on the island of Tobago. In July 1979, 5 females (USNM 538065-538069) and 1 male (USNM 538064) were "collected in large group of same species in dam house" in the Hillsborough Reservoir.
Myotis attenboroughi differs from all South American and
Remarks.-The taxonomic status and phylogenetic relationships of Myotis "nigricans" from Trinidad remain to be determined.
discussion
In an attempt to identify the Lesser Antillean Myotis, Miller and Allen (1928) recognized only M. nigricans, with 3 subspecies for the islands. They assigned populations from Grenada, and Trinidad and Tobago to the nominate subspecies; those from Dominica to M. nigricans dominicensis Miller, 1902;  and those from Curaçao to M. nigricans nesopolus Miller, 1900 . Later, LaVal (1973 elevated dominicensis to the species level; reported M. riparius and M. keaysi pilosatibialis from Trinidad; and described M. martiniquensis from Martinique and Barbados. These actions were followed by the recognition of Barbados' populations as a distinct subspecies-M. martiniquensis nyctor LaVal and Schwartz, 1974. Genoways and Williams (1979) elevated nesopolus to the species level, and Genoways et al. (1998) reported M. nigricans from Grenada. Larsen et al. (2012a) raised M. martiniquensis nyctor to the species level. According to Larsen et al. (2012a) , M. nyctor occurs in Barbados, with 3 pending records from Grenada. We examined this material from Grenada: USNM 254717 is Peropteryx (Emballonuridae); and USNM 252600 and CM 83427 are M. nyctor, confirming the occurrence of M. nyctor, and rejecting the occurrence of M. cf. nigricans on Grenada.
We confirmed M. nyctor for Barbados, M. dominicensis for Dominica and Guadaloupe, M. martiniquensis for Martinique, and M. attenboroughi for Tobago. Based on molecular evidence, M. nigricans seems to be restricted to southern South America (Larsen et al. 2012b; Moratelli et al. 2016) , with a cryptic and undescribed species in northern South America (Moratelli et al. 2016) . Other records of Myotis species from Trinidad include M. pilosatibialis and M. riparius (see Wilson 2008) .
Although the uni-and multivariate analyses revealed similar skull morphology of Trinidadian and Tobagonian samples, we were not able to confidently attribute specimens from Trinidad to M. attenboroughi based on morphological comparison. Thus, the taxonomic identity and phylogenetic positioning of Table 3 for measurements. There is no extant or fossil record of Myotis for the Greater Antilles. Only 1 fossil record has been recorded for the Bahamas, in the Lucayan Archipelago (Morgan 2001; Simmons 2005; Morgan and Czaplewski 2012) . This fossil has been treated as M. cf. austroriparius-a member of the Nearctic group of this genus (see Stadelmann et al. 2007 ).
Myotis attenboroughi is the 26th species of Neotropical Myotis and the only mammal species endemic to both the island of Tobago and the Republic of Trinidad and Tobago. Whereas premodern taxonomists described mammalian species that were only known from Trinidad, Tobago, or both islands-e.g., Marmosa tobagi (Didelphimorphia, Didelphidae), Peropteryx trinitatis (Chiroptera, Emballonuridae), Proechimys trinitatis (Rodentia, Echimyidae; see Allen and Chapman 1893; Miller 1899; Thomas 1911 )-modern studies either have rendered such species invalid or documented their presence in mainland South America (Simmons and Voss 1998; Voss et al. 2014; Patton and Leite 2015) . A recent phylogeographic study focused on the didelphid marsupial Marmosa robinsoni proposed that the effect of the Last Glacial Maxima lowering sea levels exposed land masses that connected Tobago to Trinidad and the latter to mainland South America, thus explaining low levels of differentiation between the insular populations and those from the adjacent mainland (Gutiérrez et al. 2014) . The endemic nature of M. attenboroughi-herein documented on the basis of morphological and molecular data-represents a notable deviation from this notion, and suggests that the landmasses that connected the islands and the mainland during the Last Glacial Maxima did not harbor suitable habitat for the dispersal of this bat species. Other similar instances are likely to be determined by future research, considering that the degree of differentiation of some proposed insular endemics-e.g., Mazama trinitatis Allen, 1915 , which is currently considered a junior synonym of Mazama americana (Erxleben, 1777), but see Groves and Grubb (2011) -is yet to be assessed with modern approaches.
Myotis attenboroughi merits special attention from the conservation point of view. By being endemic to the island of Tobago, whose area is of only about 300 km 2 , and only known from a few localities and a handful of specimens, it is clear that the species faces a higher risk of extinction than most other species of mammals. We hope that by documenting its taxonomic singularity, this article will prompt scientific, institutional, and governmental efforts for the conservation (Gutiérrez and Helgen 2013) and study of M. attenboroughi.
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appendix ii
Specimens used in cytochrome-b analyses.-Terminals (focal and putative species of the genus Myotis), GenBank accession numbers of sequences, vouchers, provenance, and authors. Information presented herein for terminal taxonomic identifications results from re-identification of vouchers (see "Materials and Methods"), and do not necessarily match those identifications assigned by researchers that generated the corresponding sequence(s) available at GenBank. Acronyms for institutional collections are as follows: American Museum of Natural History (AMNH, New York, United States); Carnegie
